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Figure 1. Process for generation of hPSC-derived cardioids  Figure 3. (A) Contraction amplitudes for cardioids treated with compounds. (B) Images
(adapted from Campostrini et al. 2021), capture of - of WT, TTNtv, and TTNtv + 2 pM isoxsuprine treated cardiomyocytes. (C) Normalized DISCLOSURES
cardioid videos, steps of parallelized video-based analysis, sarcomere intensity of WT, TTNtv, and TTNtv + 5 uM isoxsuprine-treated cardiomyocytes.

and expected contractility curve outputs. (D) UMAP of TTNtv cardiomyocytes treated with compounds. Part of this work was funded by a research grant from Bayer AG




